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Molecular cloning and sequence analysis of cDNAs encoding
partial putative molt-inhibiting hormone from the shrimp

Trachypenaeus curvirostris
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Abstract Total RNAs were extracted from eyestalks of the shrimp Trachypenaeus curvirosiris.

Eyestalk

complementary DNAs were obtained from these total RNAs by reverse transcription. Based on the amino acid

sequence of the neuropeptide Pej SGP IV which has mol+inhibiting activity from Marsupenaeus jap onicus, two

degererate primers were designed. Polymerase Chain Reaction (PCR) was performed using these primers and

these eyestalk cDNAs. A specific cDNA was amplified under proper conditions. The specific cDNA was cloned

mto vector for sequencing. The sequencing results demonstrated that the specific cDNA from the shrimp 7.

curvirostris consisted of 213 base pairs. The alignment of the deduced amino acid sequence from eyestalk cDNA

of the shrimp 7. cuwvirostris with neuropeptides of CHH family from various crustaceans demonstrated that it had

the highest identity and homology with most MIHs from various crustaceans. It suggested that the deduced amino

acid sequence from eyestalk ¢cDNA of the shrimp T'. curvirostris was a part of MIH neuropeptide of 7.

curvirostris. 'The sequence corresponded to the amino acid sequence from 5 to 75 residues of MIH.
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1 AAC ACT TGC CGG GCG GTG ATG
1 Asn Thr Cys Arg Ala Val Mat

46 GTG GAG CGT GTT TGC GAG GAC
16 Val Glu Arg Val Cys Glu Asp

91 CAG CTG GAT GGT TTA TGC AGA
31 Gln Leu Asp Gly Leu Cys Arg

136 TTC
46 Phe

181 CAT

61 His

Fig. 1

TraceMIH |
MarjpMIH |
MetenMIH |
Chaf MIH

CTG ATG TGC CTT CAC TCG
Leu Met Cys Leu His Ser

TTC AGA CTC TGG ATC AGG
Phe Arg Leu Trp Ile Arg

1

cDNA

ATC CTG AAC CCC 213
Ile Leu Asn Pro 71

GGA AAC CGT GAC ATG TAC AGA ARG 45
Gly Asn Arg Asp Met Tyr Arg Lys 15

TGC ACC AAT ATC TAT CGG TTA CCA S0
Cys Thr Asn Ile Tyr Arg Leu Pro 30

AAT CGA TGC TTC AAT AAT CAG TGG 135

Asn Arg Cys Phe Asn Asn Gln Trp 45

GCC AAG CGG GAG GCC GAA CTC GAC  1BO
Ala Lys Arg Glu Ala Glu Leu Asp 60

Nucleotide sequence and deduced amino acid sequence from the shrimp T'. curvirostris
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Fig.2 Alignment of partial MIH from 7. cumwirosris with published CHH family newopeptides of crustaceans
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