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F, Hdta

(B R AL T A KA A H AR, 1LT RiE - 116023)

BE: RAISSR AR, T TS N EHBARNREE S HFERTT AR AEEFNH 124
HEALE| 4 A 2] 137 M43 B, KR AR 200 ~2 500 bp, &AM ER G E TR KA 9 ~
15 4%, #|Jf POPGEN 3.2 f1 MEGA 2 G it 8, R 15 SLde 848, # o0 7 5 M BF IR R iy 3%
GRARo BREN, BHS N HEREIMTAL, RAN KT E WA, RREIMMET,
FARMEFEEZR R R, RFRAAEMN E O N5 MERTILRAE S SR AT T
EFHRGE I TRE AT, LA BH LA TR RS, B SHEERTRE.

KR B A LA ISSR
FESES: So17

Bt ( Scapharca subcrenata) {15 F1 6 15 | Bk i
LR JE T R 3 W 1) (Mollusca ) | A 8 24
(Lanlellibranehia) 5 14 V. 4 ( Heterodonta ) | fiff H
(Areoida) M[IF}(Aridae) , J2& Hr [E I H A 45 [ 5K 16
U LR 25 DU AR R, i AT R I
i, AN IR Y, B B RN IR H
BlitEE Z R BT IRORA F T BT E 0
B AT SRR 2R BT T
DI AEHA AN T AR A D BT IRUIR TG , AT S R
JBUE 2 e O A7 A G BRI SRR L s 4
S, AL TP 0 R 2 0 R A A 3t £ 8 S K R
PRE] A o AR DU R G K R G 2R, T R
VR o 2822 R M R AL s 4 2 %
H BT, T 55 U1 (Argopecten irradians) >~ Al
FL & 0 ( Chlamys farreri )*°~"  WF 35 F N
( Patinopecten vyessoensis ) > 7' JE it &= 04 AT
( Ruditapes philippinarum )" | 3 ¥4 ( Meretrix
meretrix) ") Ty [k 1 ( Pinctada martensi )™ .
WLl ( Anadara uropygimelana )™ F B Wi J& 4 15
(Crassostrea) ™ 2 ¥ 58 UL ok 5 1
S ARG SRR AL SR T AR
o KT B ERE LR AT T RE B A
R T ISSR (inter-simple sequence repeat ) 43 T

WeFE B #3:2010-12-07 &[E BH#7:2011-03-19

MERFREAD : A

PRICHY 7 EE A L T T 1A M AR 1) B i A T
T oM, BRI Al RS A SR

L BPR ik

1.1 SLIzh¥

2008 4 3 J & 6 J] AL 7 U i 0 B M L
ARVE T AN T 5 SR SR R I 30 ML, B L 1K
I SE ST e FA BT TR S S
(F£1).
1.2 #Zm5EE

EDTA, | Zhe BL B B2 B, Tris B8, 85 M K,
TRy, 05, 5B, SR, SRR bE, TR M, R
B%,3 mol/L LN, R4k £ 58, Tris-£ R, ANTP
Mix , Tag DNA Polymerase ,ISSR Primers, #3873 55
DAL, PCR A, HL, 7R, HL UK B, BRI IR &
gt , K, INEEAE
1.3 = DNA gy32E

He TS PRI ] S =, B HCE R, P XK
Msile | SRR IS A S H AR b, ATV XL £ 7K
CRE) TRV T bE . ERHE LS A 1. 5
mL B0, 0.5 mL TE &k, 25 pl 10% 1)
SDS,10 pL & A K, B2 G AEERE . 78
55 CHEIRA AL 2 ~4 h, 7EIH AL A f 72 o, 1)

BRI : [ R+ — IR ST H (2006BAD09A0L) 537745 T &1HT I A H (2007T016)

EIFEE X 3, E-mail : zhaowen @ dlou. edu. cn
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6 ] B30, AF LT 5 D BT S ZREMER) ISSR 20 Hr 855

B — B Al A B OV, i Ak e 42 2 ~4 h
Ja SRR BT AR oE 4, UK B 04 o

IMA SRR 1 A, 2212 1 5 20 min, 10 000 1/

min Z.> 10 min,

x1 B S MEERREMER
Tab.1 Phenotypic traits of 5 stocks of S. subcrenata

PR HEAR stock

trait 3 Jinzhou JF} % Dandong 41 Jinzhou ,Dalian E 11 Yingkou JE7] Zhuanghe , Dalian
e K/mm shell length 39.00 £2.89 46.34 £4.72 55.13 £3.22 31.72 £2.96 42.46 £2.63
¢ /mm shell hight 32.47 £3.01 35.92 £3.76 37.04 £1.50 26.59 +£2.84 34.48 £3.15
{iKH /g body weight 24.61 £5.13 30.88 £8.39 24.79 £2.84 19.25 +5.69 30.53 £5.84

FH S # 3K A AG SK I BT 00— B0
(AR F)Z) AR B &7 =%
i (25:24: 1) RS, IR IR 2 20 min, 12 000 r/
min Z.0» 10 min, TE IR,

BCEIEW, MRS e (240 1) IR AR
JE4] 20 min,12 000 r/min 2.0 10 min,

BCEHWOMA 1720 £ 3 mol/L (pH =
5.2)NaAc,2 f5 RS B TCK Sl IR A 5 vl
P 20k DNA 3, 3 000 r/min B> 1 min,
fdf DNA WGE R OB B IS, T 75% LFE 5873 Uk i
Ja B Ol AR TS A TE B3z 7K 100
WL W T 4 T
1.4 DNA ZiRRIETE

B DNA #0545 wL, Hind ll DNA Marker
( bR TAEY) TRARA A EPRES ¥ &,
0.8% BrNIEWEEENRE ,80 V HLTK 40 min, FHEERSZ
KRG, K Ax DNA G smear 34, DNA ¥
JEE P00 o T AR S A R E R/ VRIS B A R
JR R, TovE F 28 A0 43 06 6 BE TSk A5 I DNA 1Y 1
Wi, ASCERCR A TR CBETOL BRI E
DNA [ 55 S M HL UK A T 050 1 B TR Ak & B 7T
DL A DNA i 1846 258 78 0630k T AT L
RPN T H., 5 3 BE A DNA [ S5 5 A
1E . Marker 45 2545 A9 20 5 AR & T ARG, 1]
L3 35 % FERE i AT Marker (796 60 5, 340 HRE B
DNA KAERY & i, HAABRVEQT . B DNA # 5
5 uwL,Hind Il DNA Marker {55 i 43+ ##,0. 8%
BRNEWEEEIR ,80 V HLTK 40 min, FIEEIE BUIR &R 58
PR, ML Marker 43 25717 1) DNA & &l 11 i A
i DNA ¥R EE
1.5 ISSR 3|#H) %

ISSR 314 WT bigA TAEY) TRA R
Ao RIS DM HTLIE 1 MMATT TS 19
i 1 , i 1 B 5 |9 e L 2

*2 ISSR5|¥FFI
Tab.2 The sequences of primers of ISSR

5|4 primer J#%1 sequence
ISSR1 VHV(CA),
ISSR2 VHV(gT);
ISSR3 (Ag)gYC
ISSR4 (Ag)sg
ISSR5 (gA)sC
ISSR6 (gTg)C
ISSR7 (AC),T
ISSR8 (AC),Tg
ISSR9 (Ag)sTg
ISSR10 (Tg)sg
ISSR11 (Ag)sC
ISSR12 (AC),C
ISSR B &t RMWAKZR 25 uL,2.5 pL

10 x Buffer,1. 5 mmol/L MgCl, 200 nmmol/L
ISSR 5|4 .2 % HWEERE .1 U Tagq fi#.0. 10 mmol/
L dNTPs 10 ng DNA iz K £ BRFL 25 ul
SRRy 94 CHUEYE 5 min, 39 MEH (94 C
30 5,52 C 1 min,72 C 2 min) , )5 72 CLEf 7
min, 4" YIS A EB 19 2% BUIBREEERE
VKA, BEI A% FR G 4R IR, ] DL2000 1
Mo ERRIC.

ISSR # 44  ISSR W AEARIC, A —
S5 R KT RS R — B KA RO N B
A TR, F 3G P (1) R0 3 BAE (0) il &
HL UK , PCR 4738 1 HEL IR 5 SR A 1 0.1 %%
WA . Betg— P RN REERA 2 DAL
(0 F1 L) AL 5, SR 5 B3 BT IF 5 18 s A PN 5
it Ak F Hardy-Weinberg - ffir, A1 F - f & At
P’ +Q +2PQ =1 (P Jp B MEILFER O Kk
LRI AR ) T A DR A (BRI AE 1) I
AT 250, HHLY 14 2 DNA f Bt =
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S

35 %

JERRYE Nei 230 F =2N,,/(N, +N,) , K F oy
= PGB AL AR LR AL, N O XA Y PSR
AW I N, N X R Y B 530 A 1
By, MRS D=1 - F 5 I WA BR8] 77 2
LB 8%, FIH] POPGEN 3. 2 #RFH45, 15
LR 35t 15 2 FF PR 48 AR, 5t A B B ( genetic
distance, D) . 15 & #H bl & %X ( genetic similarity ,
S) - 308 ) 45 457 3% R %L ( observed number of
alleles, N, ) . - ¥ 5 % 48 7 2 A % ( effective
number of alleles,N,) .34 3 [ 2 FE 4 45 %5 B °F-
W & B (Nei’ s gene diversity, H, ) . 1
Shannon % #£ 1} 35 %t ( Shannon’ s information
index, 7) LA K¢ HEPH i ( gene flow ) i HH N, 5t
&3 Ak % %% ( coefficient of gene differentiation
Gsr) o 433 MEGA2 il PHYLIP - 3. 28 /% if

2000 bp -

1,000 bp - Bl 2]
750 bp *~ undl =
500 bp == = =
250 bp ==

1) UPGMA LM IR IA
2 45

M 30 A5y e ) 12 ARED S 3 B n]
BRI T, X 5 AR A BRIEL 150 A~
PEAT T2 YT, IR AT 137 ASHE D A, HL
H A 104 AR AL N 22 3SR R AL, B S EE ROy
76.2% , ARG ARIC RO 9 ~ 15, F- 2
ARG Z VAN 1. 4 4 573 Jr BUk JE
KZTE 200 ~2 500 bp, f POPGEN 3.2 4351}
BB 5 A B R Z 18] (5 ASHER N A 1A
Z IR HE TN 22 25 1 L R RS TR 22 ) ) 6 DR A
H 38t % B B i i MEGA 2 ) UPGMA JEAT 2R
RO o

- =

9 10 1112 13 14 1516

1 $RJMBHR ISSRI2 5| ¥4 1845 SRR ik B i
Fig.1 Electrophoresis profiles of ISSR marker of Jinzhou stocks

2000 bp---

1 000 bp---
750 bp—
500 bp--

250 bp~-

- —— —

M 12 3 4 567 8 910111213 141516 17 1819 2021 22 2324

2 & JNBE{R ISSRY 5|44 1545 R B Tk EiG
Fig.2 Electrophoresis profiles of ISSR marker of Jinzhou,Dalian stocks

B3 E OB ISSRS 5|44 18 45 R i ik B i
Fig.3 Electrophoresis profiles of ISSR marker of Yingkou stocks
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3C, A5 AL T 5 BRI L Z R ISSR 234 857

3 456 738

10 1112 13 1415 16 1718 1920 21 22

& 4

FHZR B ISSRS 3|43 1545 RB Ik E & (M L3R PCR Marker)

Fig.4 Electrophoresis profiles of ISSR marker of Dadong stocks

M 12 3456 78 910111213 1415161718 1920212223 24

&5

FESA B ISSRS 5|43 1545 R B ik E % (M L3R PCR Marker)

Fig.5 Electrophoresis profiles of ISSR marker of Zhuanghe,Dalian stocks

2.1 SAMIBBAENMEESHFE
12 51X 5 A~ H B AR 1S B 311510 £
SHEFER A E R L 0L 36 3, Z MR A B &
5 M EIAR, 106 45, S5/ 1 02 4 0 AR
102 4%, 7€ ISSR § 38 e i i, iX HANHER RS 2
AVE B AL L 4 S 750 10% ., 76. 64% ,
74.45% 77.37% F1 74.45%
SR EE Z R 4N, HAT
1.744 5 ~1.773 7, F3{H M 1. 756 2; N, N T
1.552 8 ~1.604 6, F-{H K 1.574 6; H, N T
0.309 2 ~0.330 1,F¥{E K 0.319 7;1 {4 TF
0.448 2 ~0.472 8, EY{EF 0. 462 0 ; 53N HEA
H BT TEAEX 5 AFEA s, B, BN R4
st f% ZFEE AR 5 M RFA P R o

®3 SAOHMEBRESTEMBRILE
Tab.3 The number of polymorphic loci and
their percentage of them of the 5 stocks

ZEREREAEE 25 AR %

IR number of percentage of
stock . . . .
polymorphic loci polymorphic loci
#a Jinzhou 106 77.37
F}%< Dandong 105 76. 64
4= Jinzhou, Dalian 102 74.45
“# Yingkou 103 75.10
FEY] Zhuanghe , Dalian 102 74.45

x4 SMHERENMNBEESEN

Tab.4 The genetic diversity of the S stocks

BEA stock N, N, H, 1
£ M Jinzhou 1.7518 1.6046 0.3301 0.4728
F}%< Dandong 1.766 4 1.5650 0.3178 0.461 7
4: M Jinzhou , Dalian 1.7445 1.5528 0.3092 0.448 2
11 Yingkou 1.7737 1.5713 0.3208 0.465 8
JEy Zhuanghe ,Dalian  1.744 5 1.5793 0.3204 0.4615
-1 mean 1.7562 1.5746 0.3197 0.4620

2.2 S ABHEEIMEE S

ISSR Y #4341 5 ANHEIAR ] (14 3 R Z AR 0
FE LR 5. N, (HR7E 2 1.883 2 ~1.948 9,
SEHIE A 1.915 03N, {HATF 1.596 5 ~1.721 4,
HIE M 1.618 8;H, {EAT0.340 0 ~0.398 3,1
{ER 0.351 41 {H4T0.501 4 ~0.573 8, FI59{H N
0.516 6 ;2o FHA RN BEOR ] (4 H, A1 T fe/),
A3 524 0.340 0 F10. 501 4 BN FFHAR I H, F1 T
M, 43514 0.398 3 F10.573 8,

N, {ERTEEANTF 2. 179 5 ~7.390 7, {4
h5.621 5, HoHp PR AR R AT AR AR () 32 R 3 KO
B, A 7. 390 5 1 B M RT P 2R 1) 5 PR3t 7K - e
fI%, AR 4. 831 0, 3% 5P R LT 8] G die/y, B
MFIFIZR B Ggpdie KIEXT W o X U B T 76 P
BEATL A F A A 22 8], FH 2R 0 R VAT A AR 22 ) 1) 35
1 ZREPEACE B A, T ER MM AN PH AR B A 1 38t 15 22
FEPE A5 o
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x5 SAOHEREEZ BRNERSEEMERER
Tab.5 The N,, and gene diversity between the 5 stocks
HE{A stock N, N, H, 1 Gsr Ny,
M —F1 % Jinzhou-Dandong 1.934 3 1.721 4 0.398 3 0.573 8 0.186 6 2.179 5
B3N —4= M Jinzhou-Jinzhou , Dalian 1.934 3 1.600 9 0.347 5 0.515 4 0.093 8 4.8310
## M —E 11 Jinzhou-Yingkou 1.883 2 1.609 7 0.345 7 0.507 1 0.0719 6.457 1
8 M| —EYAT Jinzhou-Zhuanghe , Dalian 1.897 8 1.608 7 0.346 1 0.508 8 0.073 3 6.3250
JF1%4—4: 1| Dandong-Jinzhou, Dalian 1.905 1 1.596 5 0.342 3 0.501 7 0.074 2 6.235 8
F}4i—# 11 Dandong-Yingkou 1.927 0 1.608 7 0.346 8 0.5119 0.0750 6.167 3
J}%—FE ] Dandong-Zhuanghe , Dalian 1.883 2 1.607 6 0.340 0 0.501 4 0.063 4 7.390 7
4x— 11 Jinzhou, Dalian-Yingkou 1.948 9 1.607 1 0.348 9 0.517 4 0.087 8 5.193 6
4 M — =17 Jinzhou , Dalian-Zhuanghe , Dalian 1.905 1 1.607 7 0.346 0 0.509 5 0.080 8 5.691 8
E 1—JF Yingkou-Zhuanghe , Dalian 1.927 0 1.619 2 0.352 4 0.5190 0.080 1 5.742 8
P-4 mean 1.9150 1.618 8 0.351 4 0.516 6 0.088 7 5.621 5

MF 6 ATLAE Y, LT U 5 L B 1A A9
BRHEA B 1 38 1L Z AR PR K R, T ELAF 7 5
s, Ger =0. 116 4 < 0.5, $iW] 1 fy T3 P
ARV RS A 9 28 e 0 T AR ) 1) 22 5, T
R TS S ) E 55

R6 SAMERENERSHUERERER
Tab.6 The N, and genetic diversity of the 5 stocks

Nu Ne Hl 1 GST N

m

1.7445 1.5793 0.3204 0.4615 0.1164  3.797

2.3 5 ABHEEN + BRI REAB S0
ISR 4/ BT P 8 4 A 00 2R R

PRI 7, BALHIESAE 0.066 0 ~0.102 4,72
{4 0.084 5, B AL AL R EUEE 0.902 7 ~0.936 2,
SEIE R 0.919 15 Horb B AP AR ] 35 A A 1)
FHR/N, 9 0.902 7, G R HE B R R, O 0.102 4
T PH AR FIREAT [ ph 47 i K- 1 2 R, g 4%
FLR Bdme K, O 0.936 2, 4% B B d5e /s,
0.066 i id LB I G Z [H] A4 bR K 2L,
e PR K e AR L A AR R P 7 B A 2
[ PR iy LIRS B K, el P78 1 0 O R 1,
KRG , 3805 A 15 Bk g , it A4 A 8L 2R 4K
/N A B, 3t BB 0 A PR, 6 DR I K -
7, 3L T AR OB 35 A AR ATEOR

RT SAMIEBREZ BEBERMUNREMBEEGES

Tab.7 The genetic identity and genetic distance between the 5 stocks

HEAA M FHAR £ 1= JE ]

stock Jinzhou Dandong Jinzhou , Dalian Yingkou Zhuanghe , Dalian
&M Jinzhou otk 0.902 7 0.904 9 0.926 8 0.925 4
F}% Dandong 0.102 4 otk 0.926 4 0.923 4 0.936 2
4 Jinzhou , Dalian 0.100 0 0.076 5 stk 0.910 1 0.918 1
&1 Yingkou 0.076 0 0.079 6 0.094 2 stk 0.916 5
FE9] Zhuanghe , Dalian 0.077 6 0.066 0 0.085 5 0.087 2 ekt

MRAER 7 153 s AL RS, N MEGA 2 4t
TR, il UPGMA LR EIRE M E (K 6) .
M 6 H Rl LA M 897t P AR R AT R A 4 53
GRR AL NS DRI SR G R, N 5
PHR MR RGO R B

K7 AR5 5 A Hb 2R A 5t 4% B B,
PHYLIP-3. 68 1 ffJ Neighbor it UPGMA # 7t 5%
KoMl

HE 6 & 7 A AR 5 AN b BRI AL B
55, AN [A] B 1A A ) R G AR R 25 SR — B
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F%& Dandong

FEJ  Zhuanghe,Dalian
%M Jinzhou,Dalian
#M  Jinzhou

EHO  Yingkou

004 003 002 001 0

6 5 MBEK R G AR
Fig. 6 The cluster analysis of the five different

stocks based on genetic distance

FH%  Dandong

JE¥  Zhuanghe,Dalian

%M  Jinzhou,Dalian

M Jinzhou

EH  Yingkou
004 003 002 001 0

E7 5 HIBEEE RS HA
Fig.7 The cluster analysis of the five different

stocks based on genetic distance

3 it

3.1 BEERmEASHEE

A W) 2R O 2R B R IR A R RN A B % B B3
MRS, R 2 RT3 MR ARG ZHE
PE R ARG 2. o s e AR
LV ZREE L R A ) 2R I e 2 B
TR SR

N 3 T LLIE A B T B R 1A T 1531 1
LA LA AE T0% LA b, 2444 B (H,) Al
WL BB G ) WAL TR R KT X R Y 1 5%
P8 5 OB R B R0 BT 9 U BT, SRR AR
B AV A T B Be R B AR LB g, 5 A
HIFEREAN G =0. 116 4 <0. 5, LB BEIAR P 145
SR TR AR 5 R AR A S 227 2
3.2 BKEMEESHFNE

MISSR #3A3 FI A LE v LI, g R
ANFERIE Z BRI 5% ZRE AT AR R .
HUN, FIN, o A A8 % A8 5 1Y W > 35t A% 4R
b, AT FIEp st % 2 R0 0 32 S50 A
PRI L2 A e G AR S S8, B 2 80 5
BI(P) MG (H) P Ko 75 2
A YA A O A A AT 3 £
B TEARR I FIBK A AR R 458, M2
JFEAFX AU, W] VR S P 3o 4% 22 M 11 = 2
FebR . AL H, AT AR J2 S AR R

FEM AR Z R, ISSR ¥ r k131 H, &
J30.320 4, T{HJ 0.461 5, [ JE 22y %
WIDIR I G B RZAE 0.1 ~ 0.2, R0 5
JEE A TCHAE S0 90 i oo A ML, A S 5675 30 11 6 i
Z A A EENE = T X K-, ISSR [y 34 245
FEH, FR NN PHAR TR 48 R e K, PHAR A ] ] £
Febrd/Ne Hor, &M, T, PRI 3 MR
V1) ) S B A0, N RIS 1 22 ) ) R B A0t T 4
P, T FPRAS 5 BN 75 11 22 T DU A S Az ([
5), ATLAIA A, BEAA B) 1 35t 4% Z2 FE 2 A1 B AT 2 18]
(AR 2 V) I o6 2, B G i B AR ] Y 2 [ 2
FEPEFE, TRE B BOR M BEAR R T2 9 kRS
T, AL ZRE AT A X B 8 2 T34 R 4
TR Go TR EA Fo R SR/ N iy ast 1% 434k
RPN T AT LA H, G b 35 TR 1] o 2
iER=Yi0b: Oy N (Tl N o o0 =2 e i~ VS K (SO RE i
45

ISSR AR Hr B S, B M A 11 26 3R 5]
T, PEPARME R E—EIE A A, N 5
RHEMBEGZEMENIER— G, &5X
WAHERE I, 8K, X 5 b H AR E ol
Z A H, F0T B SN R P AR TR H 0T
K, 5514 0.398 3 Fi10. 573 8, {HIX F 4 Hb B RE
PRAT SR8 T ) — o B 1 . THORP'™ 3 5t 43
It sl st AL R %L S <0. 85 (s fE IR 5D >
0.15) I PIASBEIA, AS 1] B2 [/ — 4, [} ]
$=0.1-0.5(D=0.5-0.9) ;i [{FhBE{L S =
0.8-0.97(D=0.03-0.2) ; AN[EFPE] S A 0. 2
—0.8(D=0.2-0.8), EASZK h ISSR 414
AT B 5 A Hb B A ] (9 382 1% AH 8L 3R 2P
0.902 7 ~0.936 2, {58 & 7E 0. 066 0 ~
0.102 45 P\ v 7] DL & B K WY 35t A% R (E
0.102 4124 TF 0.03 ~0. 20, PLHA AL I T 1% 11
BN FHAR N B 1 IR 5 A M B 22 i)
(35 A5 ) oL 2 AN R AT SR K T 1 (] — M AR
3.3 BEEBEMNEER

— AR — AR RS B ) — AR 2
FOHL LB PR BT A REA, DI A B R gl
PRI S ML RE A PR AR =2 [ st A% 70 S A 1 Y
FEEED L R A R s R
FHHHARCE PR 20 BRI T A
NEBAIEL AR, IXFP AR AL 2 B T — 2 HHA
FHARH XA B AT B SR . SR 253
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35 %

AR AR ] AR SRR AR , R PR 2 e i B —
AR L R A 45 5 — MR, 6 R BK, AR A
(] AR AR MR AR, A S, S 2R AR 22 1] e T A B
5 B B R 2 T DGV AR ELAR S , A AR ] ) B R 7K
DU 22 REAR , B DRAT AP o S (A TR A R 58
P T 2 A S ST A PR ) 22 R AR A 01, T
AV Z I PR A ARMP DU BR8N , 2 i oK A A
AR . DTSR 22 18] 3 DR O 14 7 =X )
Sy h BB AR 3 X ST A
WEFES B T 2O bRICEA I, PRI AN A Y
IR T AT A TALIT A AR W A R, DA T A
IREARIREBE o X AR E G T 15 AE S PR A A
ARKIRIME , Bt A £ kA5, Xof BE R A AF 9T 2 A
FIEREEG B ARSOIER ARG N, #6905, ISSR
fB7R TR AL B A O B P (3% 5) o T HL
ANMER iy AT R A EGIT Y P S EREAAR, 22 1] £
B PARv O o T s N TR S S B (OB S|
Ui A SN TR N B AL ZRE PR M T A ]
25tk X IAFHARZ A 8L L R G
#B/N, BORMEAR T 0.2, ISSR § 475 A Z [1]
B AR R AR K, R/ IMELE I 0. 8, [ BRI
TP AR S B AR s A AR A
ZIA B BOR s (L AR I . 5 PR Tk A
e Y RS E A L —
APIRIELC TR T FNFIRARAS R BRBE 14 E T R IR
TR S RIS, A T8 A A S ) Rl

it

4 Hhig

T XL T U I 5 A AR B I A ISSR
SrATARH AR 2598 s (1) 5 MR (R 0 oA 8
o A A 2 R, G rp B MRS 9 382 £ 2 R K
Pdiei 5 (2) 5 AP )£ 0 2 DA, ol T 2%
PR BV HT, A P 1972 S Bt R T A ) £ 72
S, MO 1A £ 2730 (3) BEMAR Y 5 1%
ZREAVERIEN ] Z W BB B A S SR R
R AR A ] ) DR 22 R 2 T T B 50 ) A A
T 5 e AR BN, 8% RSP AR X IR 5
(4) 5 />3 BRI 2 1) 14 33 1 90 5 22 50 AN K AT
SRS JE T IR — A

SE 3k
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ISSR analyses of genetic diversity within and among five stocks of
Scapharca subcrenata alone Liaoning coast

ZHAO Wen" , ZHANG Lei, BI Jin-hong
(Key Laboratory of Hydrobiology in Liaoning Province ,Dalian Ocean University ,Dalian 116023 , China )

Abstract: The ark shell Scapharca subcrenata is a benthic bivalve distributed along the intertidal and
subtidal zones of mud or silty sand shores of China, Japan, and Korea. It is a species of considerable
economic value with a significant potential to further the development and diversification of aquaculture.
Over the last two decades, the yields of this natural resources in China have decreased dramatically due to the
marine reclamation works, reckless overcatching and environmental pollutions. The inter-simple sequence
repeats DNA (ISSR ) technique was applied to assess the genetic diversity among five stocks of Scapharca
subcrenata ( Jinzhou stock, Dandong stock, Jinzhou stock, Yingkou stocks and Zhanghe stock ). Under
predetermined optimal reaction conditions, 137 ISSR sites were detected ranging from 200 bp to 2 500 bp
with 12 primers. The number of amplified bands ranged from 9 to 15 in every individual. The experimental
data were analyzed with POPGEN3. 2 and MEGA2 software. The result showed that no evident
differentiation existed among the five stocks,and they all belong to one community ; the nearest phylogenetic
relationship occurs between the Dandong stock and Zhuanghe stock,then between the Yingkou and Jinzhou
groups in turn;the high level of mean heterozygosities suggests that the resource of Scapharca subcrenata
was in good condition with high genetic variation.
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